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Complex hepatic fibrosis patterns comprising 

progressive and regressive features are often 

observed, particularly in post-intervention 

samples. These dynamic fibrosis features are 

not specifically/adequately documented with 

conventional staging systems. The objective is to 

examine the heterogeneity of fibrosis features 

in pre- and post-treatment liver samples and its 

impact on fibrosis regression evaluation.

Paired pre- and post-treatment liver biopsies 

from 58 HCV patients were staged (Ishak system) 

by independent and blinded pathologists. 

Fibrosis features, such as total collagen area and 

number of collagen intersections (#intersection), 

were measured in portal and septal 

compartments by qFibrosis. 

For biopsies showing stages F5/6, the treated cases revealed 

significantly less total collagen area (48%) and #intersections 

(51%) across all compartments as compared to the non-treated 

biopsies. This indicates significant fibrosis reduction, such as 

septal thinning, in the treated cases despite being accorded 

F5/6 by conventional staging definitions. For the F0/1/2 cohort, 

more total collagen area (65%) and #intersection (68%) were 

observed in the treated cases, which could suggest residual 

fibrosis from more advanced fibrosis stages with breaking-up of 

septa.

The paired HCV biopsies provide 

quantitative evidence for heterogeneity of 

fibrosis features which are the mainstay of 

histological scoring systems. There is a 

need to evaluate the finer aspects of 

regression. We propose an integrated 

semiquantitative scoring and quantitative 

qFibrosis approach for enhanced staging 

of fibrosis regression.
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